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distribution between white and black probands, and
between male and female probands. It is helpful in
this section that distinction is made between a

malformation occurring as an individual finding and
where it is part of a multiple malformation pattern.

This book will mainly be of interest to
epidemiologists with an interest in congenital mal-
formations, but clinical geneticists and paediatri-
cians interested in congenital malformations will
also find much of value here. In other, largely
epidemiological, studies it is frustrating for a clini-
cian interested in diagnoses in individual cases to try
and work out which malformations were linked
together in a single child. However, this report
contains supplementary information about indi-
vidual cases and helpful details are given about
associations of various malformations. The study
certainly demonstrates the value of a longitudinal
study, since it showed that significantly more chil-
dren had malformations detected during the period
from one to seven years than were found in the first
year of life. It demonstrates the potential value of
an 'active' congenital malformation register to those
involved in planning services.

DIAN DONNAI

The Hemoglobinopathies
Methods in Hematology Volume 15. Edited by
T H J Huisman. (Pp 200; £35.00.) Edinburgh,
London: Churchill Livingstone. 1986.

The editor of a previous volume of this series
described writing a book devoted to laboratory
methods as having "about the same intellectual and
emotional appeal as copying out a telephone direc-
tory". One can sympathise with this view, but as this
series has shown, when done properly the result is
extremely useful and this current volume lives up to
its predecessors. There is no substitute for extensive
experience to know a technique inside out and few
can surpass Titus Huisman and his team of authors
in the haemoglobinopathy field.
The format combines background information,

step by step recipes, interpretation of results, and
comments on the problems likely to be encountered.
Basic techniques, such as measuring Hb A2 and F
and detecting unstable haemoglobins, are exten-
sively covered, as are more recent techniques
requiring sophisticated (and expensive) equipment
for high pressure liquid chromatography and iso-
electric focusing. Both novitiates and more experi-
enced workers are likely to benefit, although
perhaps a chapter on detecting haemoglobino-

pathies for those on a limited budget would have
widened the book's appeal to those in developing
countries.

I found very few mistakes - missing decimal
points in figure 4.1 lead to persons with 50% Hb
A2 - although the quality of some of the tone
illustrations could have been better. The chapter on
oxygen equilibrium measurements is excellent but it
is a pity that the advantages of the complex
apparatus used were not compared with the more
common, but limited, commercially available ones.
These are minor criticisms, however, in what is a
useful laboratory handbook which should also in-
crease understanding of the methods involved. The
final section, a listing of the more than 450
haemoglobin variants described to date, shows how
valuable these methods have been. It also reminds
us of how necessary telephone directories are.

W G WOOD

Evolution from Molecules to Men
Edited by D S Bendall. (Pp 594; £12-95.) Cam-
bridge: Cambridge University Press. 1983. (Paper-
back edition 1985.)

There is no doubt that Darwin, and of course
Wallace, revolutionised the thinking of biologists -
at first morphologists and anatomists, but more
recently molecular biologists and ethologists. This
current volume is concerned with these various
issues and took origin in a conference held in
Darwin College, Cambridge, in 1982.
The text consists of some 26 chapters, divided into

four sections: The history of evolutionary theory,
Molecular and cellular evolution, Evolution of the
whole organism, and Evolution of social behaviour.
Those chapters dealing with the evolution of gene
families and clusters, population genetics, and
human evolution, will probably be of most direct
interest to medical geneticists. But there is much
more. Many contentious issues are considered: is
macroevolution merely an extension of microevolu-
tion, and how far is behaviour so influenced; how
relevant are such concepts as altruism and selfish
DNA in the context of evolution? Furthermore, is
the theory little more than a successful metaphysical
research programme or at worst a series of tautolo-
gies and that those species which are capable of
reproducing themselves will succeed while those
that cannot will die out? These concepts are put in
perspective in an epilogue by Passmore, a philo-
sopher, which biologists already versed in evolution-
ary theory might profitably read after Sir Andrew
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Huxley's instructive prologue and before the re-
mainder of the text.
Around the centenary of Darwin's death in 1882,

there has been a plethora of texts concerned with
the man, his theory, and its implications. But this
must rank among the best in its breadth and
scholarship and can be recommended unreservedly.

ALAN E H EMERY

The Developmental Field Concept
Edited by J M Opitz, J F Reynolds, and L M Spano.
(Pp 476; £44-00.) New York: Alan R Liss. 1986.

This volume is an amalgamation of two issues of the
American Journal of Medical Genetics (vol 21:1,
1985 and supplement 2, 1986) and includes in excess
of 50 articles, letters, and editorial comments which
primarily address mechanisms of human malforma-
tions from a developmental field perspective.
The introduciory chapter by the editor, Opitz,

provides a valuable framework for the subsequent
articles. In this chapter the developmental field
concept is defined both from historical and current
perspectives and the criteria for diagnosis of a
malformation as a developmental field defect are
clearly outlined. The articles that follow discuss a
wide variety of malformations such as spina bifida,
hypospadias and other midline defects, diaphragma-
tic defects, and DiGeorge anomaly, to name a few.
These malformations, and others, serve to illustrate
defects of specific developmental fields.
At first sight one might question the need to

republish the papers in a book form as they are
already in print and probably known to those
interested in (dys)morphogenesis. However, on
reading the volume, some merits of a collection of
articles devoted to one concept become apparent.
Collectively, the articles provide more compelling
support for the 'developmental field hypothesis'.
Furthermore, it is likely that, in this format, the
developmental field concept can more readily be
brought to the attention of readers outside the
disciplines of clinical genetics and dysmorphology.
As might be expected in a volume of this kind, the

quality of the articles is inconsistent. However,
many of the contributors are well known and
respected for their work in delineating mechanisms
of birth defects. A collection of their articles,
together with references, in a book form will be a
useful addition to the personal libraries of those
interested in the area of human fetal development.

H E HUGHES

Practical Genetics (Software)
By D M Hunt. (£27-50.) Oxford: IRL Press. 1986.

This is computer software designed as a tool for
teaching basic genetics. The programmes and the
accompanying booklet describe the simulation of
breeding experiments using the fruit fly Drosophila
melanogaster and the mouse Mus musculus. Exam-
ples of recessive, dominant, and co-dominant inheri-
tance, linkage, X linkage, homozygous lethality,
and sterility are used to show how the mutations are
inherited. The programmes graphically display both
parents and all the progeny of each cross.
The package consists of six different programmes:

an introduction, three programmes dealing with
different types of inheritance in the fruit fly, a
programme concerned with monohybrid crosses in
mice, and a chi square programme for statistical
analysis.
The three Drosophila programmes are designed

to set up crosses involving one pair of alleles
(monohybrid), two pairs of alleles (dihybrid), and
three pairs of alleles linked on the same chromo-
some allowing for the relative positions of the alleles
along the chromosome to be mapped. In all three
options, the programmes simulate the initial cross
between a homozygous wild type fly and a homo-
zygous mutant fly. This is followed by a testcross
and a reciprocal cross. Finally, the summary of the
experiment is displayed and the user is asked to
determine the mode of inheritance.
The mouse programme allows several other

inheritance patterns to be examined in sample
crosses using only one pair of alleles. These include
co-dominance, sterility, and lethal genes. Several of
the mutations, and their inheritance patterns, are
similar to genetic disorders which occur in humans.
The final programme provides a chi squared

significance test on any of the data collected for
Drosophila or mouse. This is provided to examine
whether the ratios or phenotypes observed among
the progeny of a cross correspond to the expected
ratios, despite sampling error. In all cases, results of
crosses can be printed out if a printer is available.

Excellent graphical display of various mutations
of mouse and Drosophila means that the pro-
grammes can be used to demonstrate different types
of inheritance and other concepts of basic genetics.
Their accuracy means that they can substitute for
actual breeding experiments and yet convey the
essential features of such experiments. Alternative-
ly, they can be used for individual or group study or
to test the knowledge of the student. The program-
mes can be run on either the BBC or IBM personal
computers.

MANSOOR SARFARAZI
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