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Goddard KAB see Drovdlic CM et al
Godfrey M see Faivre L et al
Godino J see de La Hoya M et al
Godwin AK see Prowse AH et al
Gokhale D see Evans DGR et al
Goldenberg A see Chol M et al
Gonnelli S see Zannolli R et al
Gonska T see Ramalho AS et al
Goodman FR see Morgan NV et al
Goossens M see Mowat DR et al
Gordon D see Martinez-Mir A et al
Gorin MB see Jalkanen R et al
Gorlin RJ see Faivre L et al
Gorry MC see Hart TC et al
Gorski B see Gronwald J et al
Gosset P see Rio M et al
Goto S see Narita I et al

see Song J et al
Grady WM see Drovdlic CM et al
Graham G see Diaz-Meyer N et al
Graham Jr JM see de Mollerat XJ et al
Grant J see Karmiloff-Smith A et al
Green A see Sweeney E et al
Greene MH see Giusti RM et al
Gribble SM see Fiegler H et al
Gribouval O see Nandrot E et al
Grid D see de Sandre-Giovannoli A et al
Griffin AR see Chen H et al
Griffith AJ see Naz S et al

see Ness SL et al
see Park H-J et al

Grifone N see Sarkozy A et al
Griseri P see Sancandi M et al
Groenen P see Klootwijk R et al
Gronwald J et al. Non-random transmission of mutant alleles to female

offspring of BRCA1 carriers in Poland, 719
Grover S see Stoffel EM et al
Gruber SB see Chen H et al

see Giusti RM et al
Gruenig E see Harrison RE et al
Grunn A see Martinez-Mir A et al
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sporadic colorectal tumours, 511
Kaitila I see Kuijpers TW et al
Kallioniemi O-P see Ikonen T et al

see Lehtonen R et al
Kalousek DK see Yong PJ et al
Kamath BM et al. Consequences of JAG1 mutations, 891
Kamboh MI see Lambert J-C et al
Kamimura J et al. Identification of eight novel NSD1 mutations in Sotos

syndrome, e126
Kaminen N et al. A genome scan for developmental dyslexia confirms

linkage to chromosome 2p11 and suggests a new locus on
7q32, 340

Kamnasaran D et al. Disruption of the neuronal PAS3 gene in a family
affected with schizophrenia, 325

Kandemir M see Ninis VN et al
Kandemir N see Borthwick KJ et al
Kanetsky PA see Martin A-M et al
Kang HC see Kim I-J et al
Kant S see de Bernabé DBeltrán-Valero et al
Kapadia H see Frazier-Bowers SA et al
Kaplan J see Perrault I et al
Karet FE see Borthwick KJ et al
Karhu A see Laiho P et al

see Lehtonen R et al
Karjalainen J see Pessi T et al
Karmiloff-Smith A et al. Using case study comparisons to explore

genotype-phenotype correlations in Williams-Beuren syndrome, 136
Karppinen S-M see Heikkinen K et al
Karvonen SL see Messiaen L et al
Kauffmann F see Nadif R et al
Kavteladze L see Wilcken B et al
Kayserili H see Mancini GMS et al
Keats BJ see Varga R et al
Keefe K see Liao S-Y et al
Kehrer-Sawatzki H see Barbi G et al

see Petek E et al
Kehrer-Sawatzki H et al. Heterogeneity of breakpoints in non-LCR-

mediated large constitutional deletions of the 17q11.2 NF1 tumour
suppressor region, e116

Kelley PM see Varga R et al
Kelly DA see Morgan NV et al
Kemperman MH see van Wijk E et al
Kennedy C see Eccles DM et al
Kennedy S see Abdalla SA et al
Keppler-Noreuil K see Herasse M et al
Kere J see Kaminen N et al

see Koillinen H et al
Keri C see Kraus J et al
Kermeen F see Harrison RE et al
Kern I see Lebon S et al
Kerr A see Gill H et al
Kerr B et al. Is growth hormone treatment beneficial or harmful in

Costello syndrome?, e74
Is the locus for Costello syndrome on 11p?, 469
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Lévy N see de Sandre-Giovannoli A et al
Lewis M see McDonald P et al
Li H-H see Annese V et al
Li J-L see Liu Y-Z et al
Li Z see Wilcken B et al
Liao S-Y et al. Expression of cell surface transmembrane carbonic

anhydrase genes CA9 and CA12 in the human eye: overexpression
of CA12 (CAXII) in glaucoma, 257

Liebers M see Kohlhase J et al
Liehr T see Nietzel A et al
Lim S-B see Kim I-J et al
Lin YMJ et al. Receptor mediated effect of serotonergic transmission in

patients with bipolar affective disorder, 781
Linton KJ see Müllenbach R et al
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Mäkelä H see Ridanpää M et al
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McCarthy MI see Müllenbach R et al
McCready ME see Kirkpatrick TJ et al
McDermid HE see Wilson HL et al
McDonald J see Abdalla SA et al
McDonald P et al. Appraisal of genetic and epigenetic congruity of a

monozygotic twin pair discordant for schizophrenia, e16
McElreavey K see Quintana-Murci L et al
McGrath S see Bounpheng M et al

11 of 19

www.jmedgenet.com

 on A
pril 10, 2024 by guest. P

rotected by copyright.
http://jm

g.bm
j.com

/
J M

ed G
enet: first published as on 5 F

ebruary 2004. D
ow

nloaded from
 

http://jmg.bmj.com/


McIntosh I see Sweeney E et al
McKenna WJ see Mogensen J et al
McKinnon W see Berg J et al
McLaughlin V see Harrison RE et al
Mecklin J-P see Laiho P et al
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Nordenskjöld A see Frisén L et al
Normando EM see Iannaccone A et al
Northrup H see Kirkpatrick TJ et al
Novelli G see Mango R et al
Nupponen NN see Lehtonen R et al
Nurnberg G see Ruf RG et al
Nurnberg P see Ruf RG et al
Nuti R see Giordano N et al

Oberti C see Fan C et al
O’Brien SE see Jezewski PA et al
Odent S see Chol M et al

see Rio M et al
Odou M-F see Bauters C et al
Oefner PJ see Horváth R et al
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Ridanpää M et al. Genetic changes in the RNA components of RNase

MRP and RNase P in Schmid metaphyseal chondrodysplasia, 741
Riegler P see Neumann HPH et al
Riley B see Watson P et al
Riley EM see Wozniak MA et al
Rimessi P see Gualandi F et al
Rimoin DL see Cormier-Daire V et al
Rinaldi MM see Stuppia L et al
Rines D see Bounpheng M et al
Rio M see Cormier-Daire V et al
Rio M et al. Spectrum of NSD1 mutations in Sotos and Weaver

syndromes, 436
Ritvanen A see Wilcken B et al
Rivard G-E see Infante-Rivard C et al
Rivera T see Álvarez A et al
Robbins IM see Harrison RE et al
Roberts E see Crow YJ et al

see Leal GF et al
see Mubaidin A et al

Roberts RG see Wheway JM et al
Roberts SE see Maggouta F et al
Robertson NG et al. Subcellular localisation, secretion, and post-

translational processing of normal cochlin, and of mutants causing
the sensorineural deafness and vestibular disorder, DFNA9, 479

Robinson BG see Howell VM et al
Robinson WP see Yong PJ et al
Robledo M see Cebrián A et al
Rocchi M see Bonaglia MC et al
Rocha JCC et al. High frequency of novel germline mutations in the VHL

gene in the heterogeneous population of Brazil, e31
Rockas S see Ridanpää M et al
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see Sancandi M et al
Romitti PA see Jezewski PA et al
Ronchetti RD see Giusti RM et al
Ropers HH see Bienvenu T et al
Rosell J see Bernal S et al
Rossi A see Ferlin A et al
Rost I see Kraus J et al
Rötig A see Chol M et al

see Lebon S et al
Rouleau GA see Chan EM et al

Routon MC see Richard P et al
Rowell J see Harrison RE et al
Rowland JS see Akrami SM et al
Rozet J-M see Perrault I et al
Rubinsztein DC see Yip AG et al
Rudan D see Rudan I et al
Rudan I et al. Inbreeding and risk of late onset complex disease, 925
Rudan P see Rudan I et al
Ruf E-M see Ruf RG et al
Ruf RG et al. A gene locus for branchio-otic syndrome maps to

chromosome 14q21.3-q24.3, 515
Ruggieri M, Polizzi A From Aldrovandi’s ‘‘Homuncio’’ (1592) to

Buffon’s girl (1749) and the ‘‘Wart Man’’ of Tilesius (1793): antique
illustrations of mosaicism in neurofibromatosis?, 227

Ruiz IM see Martinez-Mir A et al
Ruiz-Llorente S see Cebrián A et al
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